Instructions for Sample Delivery to the ATRF Sequencing Facility:
You can use the courier service to ship your samples to us.
FNL Couriers no longer accepted pickup /delivery requests via the phone or email.  All FNL Courier pickups from Bethesda to Frederick, must be submitted through the Ship Wizard system.  All shipments that are transported on the highway (FNL Courier pickups) must be classified as a Hazardous or Non Hazardous shipment and the only way to have that done is to submit a Request for Shipment in the Ship Wizard system.

Ship Wizard Link:  https://ncifrederick.cancer.gov/Cad/ShippingWizard
This is a free service, but you need to enter your PID number when filling out the form. If you do not know your PID, you can check with your AO or this information will also be in your NAS request.

Or
Use FedEx same-day delivery for all sample deliveries, Monday through Thursday.

http://fedex.com/us/services/us/index.html
Ensure all samples are shipped in dry ice and the individual (1.5-2 ml) tubes are labeled clearly. E-mail a list of sample names and any pertinent information such as volume and quality control measurements to Jyoti Shetty shettyju@mail.nih.gov prior to shipping samples which is included in the sample manifest form.

Please include a copy of the sample manifest form along with your samples. 

Ship samples to:

Jyoti Shetty
Sequencing Facility

8560 Progress Drive, 

Room D3040
Frederick, Maryland 21701
If you have any questions or concerns, please call Jyoti Shetty (301)360-3454
Sample Quantity/Quality Requirements and Recommendations:
All samples are shipped in dry ice and the individual (1.5-2 ml) tubes are labeled clearly
	Type of Library
	Minimum DNA/RNA Requirement for Library Construction
	Recommended  DNA/RNA  for Optimal Library Construction
	Maximum Sample Volume Requirement for Library Construction
	Additional requirements

	ChIP DNA Sequencing
	5 ng
	10 ng
	30 μL
	Bulk of the DNA fragments in the 100-300 bp range

	gDNA Sequencing
	100 ng
	1 μg
	30 μL
	DNA should be as intact as possible (DIN >7)  with no contamination, OD260/280 1.8–2.0

	mRNA Sequencing
	25 ng
	1 μg
	50 μL
	RIN should be at least 8.0, DNase treated

	mRNA ultralow Clonetech
	100 pg
	10 ng
	10 μL
	RIN should be at least 8.0, DNase treated

	miRNA Sequencing
	100 ng
	1 μg
	6 μL
	 

	Total RNA sequencing
	10 ng
	1 μg
	10 μL
	DNase treated, FFPE and degraded RNA can be used

	Sample QC policy- 
· Samples have to be QC’d before sending them to us and must meet the minimum sample requirements. 
· If you send replacement samples to us the second time, they will need to be accompanied by the sample QC report from your lab.
· There will be a $500 flat fee for re-QC of all samples resent to us for the third time. 
· CCR-SF will not accept samples and will cancel the order if the samples fail QC the third time.

	Samples that do not meet these requirements can be accepted but will be processed “on-risk” without guaranteed data output.
	 

	Sample return policy: Please indicate if you would like your samples and libraries sent back or discarded after sequencing completion.


